The complexity of neurophysiology data has increased tremendously over the last years, especially due to the widespread availability of multi-channel recording techniques. With adequate computing power, the current limit for computational neuroscience is the effort and time it takes for scientists to translate their ideas into working code. Advanced analysis methods are complex and often lack reproducibility on the basis of published descriptions. To overcome this limitation we developed FIND (Finding Information in Neural Data; [1]) as a platform-independent, open-source framework for the analysis of neuronal activity data based on Matlab (Mathworks).
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Here, we outline the structure of the FIND framework and describe its functionality, our measures of quality control, and the policies for developers and users [2] . Within FIND, we have developed a unified data import from various proprietary formats, simplifying standardized interfacing with tools for analysis and simulation. The toolbox FIND covers a steadily increasing number of tools. These analysis tools address various types of neural activity data, including discrete series of spike events, continuous time series and imaging data. Additionally, the toolbox provides solutions for the simulation of parallel stochastic point processes to model multi-channel spiking activity. We will illustrate the functioning of FIND by presenting examples of its application to different types of experimental data [3, 4] , both from in vitro and in vivo recordings, and of recording data from simulated network models [5, 6] .
